I) 



SEQ. ED. NO.:l 

GAGACTGCAGCAGAATATGTAAAATCTCGACTCCCAGAGGCTCTTAAGC 
AGCACCTTCAGGATTATGAGAAGGACAAAGAAAACAGTGTTCTGACCTA 
CCAGACCATCCTCGAGCAGCAGATCTTGTCAATTGACCGGGAAATGCTG 
GAAAAGTTGACAGTCTCCTATGATGAAGCAGGCACAACGTGTTTGATCS 
CTCTACTCTCAGATAAAGACCTCACCGTGGCCAACGTTGGTGACTCTCG 
GGGAGTCTTGTGTGACAAAGATGGCAATGCCATCCCCTTGTCTCACGAT 
CACAAGCCTTACCAGCTGAAGGAAAGGAAGAGGATAAAGAGAGCTGGTG 
GGTTCATCAGCTTTAATGGCTCCTGGAGGGTCCAGGGAATCCTAGCCAT 
GTCTCGATCCCTGGGAGACTATCCACTGAAAAATCTCAACGTGGTCATC 
CCAGACCCAGACATCTTGACCTTTGACCTGGACAAGCTGCAGCCGGAGT 
TCATGATCTTGGCCTCAGATGGCCTGTGGGA : TGC TTTC AGC AATGAAG 
AAGCGGTTCGATTCATCAAGGAGCGCTTGGATGAGCCCCACTTTGGGGC 
CAAAAGCATCGTCCTGCAGTCCTTTTACAGAGGCTGCCCTGACAACATC 
ACTGTCATGGTGGTGAAGTTCAGGAATAGTAGCAAAACAGAAGAGCACT 
GAACCCTGCCAGATCTCAGCTGCCCCAAACTAGAGGACTCTCAACATAC 
TGTTCTCTTCATGTAGTAAAAGGTGTGGGTATAATTAGGATCATGCGTC 
CC AAC AC AG AAC CCC CTTCCC TGATGGC C TTG AATCCC TTTGGAGTAC T 
GAGCAGAGGGTTGGTTCCCTTGCTGACACCGCAGAGGCTGCTAAGTTTG 
TGTCCCCCCAGCCCTTCTATCAGTGTTTGAAACACATACGTAGGTAGCC 
ACAGATCCCACATATGAGGCAAAGGAAAGGCAGGCCATATGTTTTCCTT 
CTTAATAATGTACTTTT 



SEQ. ID. N0.:2 

ETAAEYVKSRLPEALKQHLQDYEKDKENSVLTYQTILEQQILSIDREML 
EKLTVSYDEAGTTCLIXLLSDKDLTVANVGDSRGVLCDKDGNAIPLSHD 
HKPYQLKERKRIKRAGGFISFNGSWRVQGILAMSRSLGDYPLKNLNWI 
PDPDILTFDLDKLQPEFMILASDGLWDAFSNEEAVRFIKERLDEPHFGA 
KSIVLQSFYRGCPDNITVMWKFRNSSKTEEH 



FIGURE 1 



Underlined = deleted in targeting construct 

Bold = sequence flanking Neo insert in targeting construct 



GAGACTGCAGCAGAATATGTAAAATCTCGACTCCCAGAGGCTCTTAAGCAGCACCTTCAG 
GATTATGAGAAGGACAAAGAAAACAGTGTTCTGACCTACCAGACCATCCTCGAGCAGCAG 
ATCTTGTCAATTGACCGGGAAATGCTGGAAAAGTTGACAGTCTCCTATGATGAAGCAGGC 
ACAACGTGTTTGATCSCTCTACTCTCAGATAAAGACCTCACCGTGGCCAACGTTGGTGAC 
TCTCGGGGAGTCTTGTGTGACAAAGATGGCAATGCCATCCCCTTGTCTCACGATCACAAG 
CCTTACCAGCTGAAGGAAAGGAAGAGGATAAAGAGAGCTGGTGG6TTCATCAGCTTTAAT 
GGCTCCTGGAGGGTCCAGGGAATCCTAGCCATGTCTCGATCCCTGGGAGACTATCCACTG 
AAAAATCTCAACGTGGTCATCCCAGACCCAGACATCTTGACCTTTGACCTGGACAAGCTG 
CAGCCGGAGTTCATGATCTTGGCCTCAGATGGCCTGTGGGA : TGCTTTCAGCAATGAAGA 
AGCGGTTCGATTCATCAAGGAGCGCTTGGATGAGCCCCACTTTGGGGCCAAAAGCA TCGT 
CCTGCAGTCCTTTTACAGAGGCTGCCCTGACAACATCACTGTCATGGTGGTGAAGTTCAG 
GAATAGTAGCAAAACAGAAGAGCACTGAACCCTGCCAGATCTCAGCTGCCCCAAACTAGA 
GGACTCTCAACATACTGTTCTCTTCATGTAGTAAAAGGTGTGGGTATAATTAGGATCATG 
CGTCCCAACACAGAACCCCCTTCCCTGATGGCCTTGAATCCCTTTGGAGTACTGAGCAGA 
GGGTTGGTTCCCTTGCTGACACCGCAGAGGCTGCTAAGTTTGTGTCCCCCCAGCCCTTCT 
ATCAGTGTTTGAAACACATACGTAGGTAGCCACAGATCCCACATATGAGGCAAAGGAAAG 
GCAGGCCATATGTTTTCCTTCTTAATAATGTACTTTT 
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5 1 > GC TGGTGGC C TTGGC AGTGAC 
G AAGGTG AAGG AGGGGTGC TTGTG 
GC TC AGC TC TGTTGC AGC AGAC C A 
GCTTGTGGTACACTCACCCAGACC 
GG AAC AAGC TAAC AGGC TC C C TC T 
GTC TTTC C AGGTGGGTTC ATC AGC 
TTTAATGGC TC CTGGAGGGTC C AG 
GGAATCCTAGCCATGTCTCGATCC 
CTGGGAGACTA<3 1 

(SEQ ID NO: 3) 



5 1 >TCGTCCTGCAGTCCTTTTACA 
GAGGCTGCCCTGACAACATCACTG 
TCATGGTGGTGAAGTTCAGGAATA 
GTAGCAAAACAGAAGGGCACTGAA 
CCCTGCCAGATCTCAGCTGCCCCA 
AAC TAGAGGAC TC TC AAC ATAC TG 
TTC TC TTC ATGTAGT AAAAGGTGT 
GGGTATAATTAGGATCATGCGTCC 
CAACACAGAAC<3 1 

(SEQ ID NO: 4) 



FIGURE 2B 



